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Regulatory RNA in Heart Failure with Preserved Ejection Fraction
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[ Abstract] Heart failure with preserved ejection fraction ( HFpEF) accounts for more than 50% of all heart failure cases and represents
a growing global health challenge that urgently requires the development of new therapeutic strategies. The pathogenesis of HFpEF is highly
complex, involving multiple interrelated pathological processes such as myocardial fibrosis, inflammatory responses, metabolic dysregulation,
and ventricular remodeling. In recent years,regulatory RNA (regRNA) has emerged as a key focus in HFpEF research. RegRNAs , primarily
including microRNA ,long non-coding RNA, and circular RNA, play a critical role in the cardiovascular system by finely regulating gene
expression and are deeply involved in the onset and progression of HFpEF. This review summarizes the regulatory mechanisms and potential
clinical application value of regRNA in HFpEF. Notably, significant heterogeneity exists in the regRNA expression profiles among HFpEF
patients, posing challenges to their translational use as biomarkers and therapeutic targets. Future research should focus on integrating clinical
phenotypes with molecular subtypes to further elucidate the underlying mechanisms and promote the clinical translation and application of
regRNA in the precision diagnosis and treatment of HFpEF.
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