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[ Abstract] Aortic dissection (AD) ,also known as aortic dissection aneurysm, and its pathogenesis is not fully understood. In recent

years,an increasing amount of research has revealed that microRNA (miRNA) is closely related to the pathogenesis of AD. However, there is

currently relatively little research on the relationship between miRNA and AD,and the research methods are relatively single ,which limits the

potential of miRNA as a biomarker and therapeutic drug. This review aims to explore the latest advances in miRNA and the pathogenesis of

AD,in order to discover biological markers that can diagnose AD and provide scientific basis for the development of therapeutic drugs for AD.
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