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Epigenetic Age with Senescence and Cardiovascular Disease
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[ Abstract] Aging is an important risk factor for cardiovascular disease,and its mechanism has been widely appreciated and studied.
Searching for markers that can accurately evaluate and predict the degree of human aging is a research hotspot in the biomedical field.
Epigenetic regulation has been proved as a potential pathogenic mechanisms of various cardiovascular diseases. In recent years, it has been
found that DNA methylation age,also known as epigenetic clock, constructed by human DNA methylation map, can accurately assess individual
biological age and assess the degree of functional decline of tissues and organs. Epigenetic age has been proved to be closely related to the risk
of aging related cardiovascular disease,and it is expected to become a new clinical biomarker for individualized treatment of cardiovascular
disease patients. In this paper,the development of epigenetic age, its relationship with aging and cardiovascular disease, research status and
application are described in detail.
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