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Application Progress of CRISPR/Cas9 Gene Editing in Cardiovascular Field

LIU Hongjuan,XU Yawei

( Department of Cardiology ,Shanghai Tenth People’ s Hospital ,Shanghai 200072 , China)

[ Abstract] CRISPR/Cas9 is a new genetic intervention method , which has been widely used in the clinical treatment of tumors and rare

diseases, but its application in basic research on cardiovascular diseases is limited. Therefore , this article focuses on cardiac development and

cardiovascular diseases (such as atherosclerosis, heart failure, etc. ) and other related basic researches are summarized in order to extract

effective information and combine their own research directions to promote the application of CRISPR/Cas9 in cardiovascular basic research.
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