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[ Abstract ] Myocardial infarction and post-infarction ventricular remodeling significantly increase the patient mortality rate. Therefore
a large number of studies are currently exploring various pathophysiological mechanisms that may lead to ventricular remodeling after
myocardial infarction. Some new biomarkers are found to be the predictors of post-infarction myocardial remodeling and cardiac insufficiency.
In recent years, more and more studies have confirmed that microRNA is an important signal marker of this pathological process, and its
various subtypes can be detected in normal human blood and in a state of equilibrium and stability. When patients have myocardial infarction
and heart failure ,the expression levels of different subtypes of microRNA may change greatly. Therefore , there are continuous studies trying to
explain whether this change can further predict ventricular remodeling and heart failure after myocardial infarction. This article will make a
summary.
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