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[ Abstract ] Circular RNA (circRNA) is a type of non-coding RNA differed from linear RNA , which has the characteristics of multiple
functions such as acting as microRNA sponges, forming functional complexes combined with proteins, regulating the expression of parental
genes and translating into proteins. Early studies indicated that circRNA was associated with tumor, diabetes and neurological diseases,
while latest studies showed that circRNA had a significant impact on coronary atherosclerosis, one of cardiovascular disease, and that it could

become either a new diagnostic marker or a novel therapeutic intervention target. Our review mainly discusses the research and application of

circRNA in coronary atherosclerotic heart disease.
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