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[ Abstract ] Atherosclerosis (AS) is a disease caused by disorders of lipid metabolism and chronic inflammation. With the development

of individualization and precision medicine, accurate early diagnosis of AS is of great significance. Small non-coding RNAs ( microRNAs)

regulate inflammatory protein levels and interfere with lipid formation, thus microRNAs as biomarkers has brought new insights for the early

diagnosis for AS. This paper integrates recent literature and explores the significance of microRNAs as a biomarker for AS.
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